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Gordon Reseach
Conference for RNA
editing (Galveston)

Large scale identification
of A—to-I editing sites in
the human brain
transcriptome by the ICE
method; implication for
modulatory effect of
A-to-I editing on
translational repression

mediated by miRNAs

Masayuki Sakurai,
Takanori Yano, Shunpei
Okada, Hitomi
Kawabata, Totai
Mitsuyama, Hiroki Ueda

and Tsutomu Suzuki

Univ of Todai/Yonsei Univ

A novel methyltransferase

bearing dual active sites

Satoshi Kimura, Yoshiho
Ikeuchi, Kei Kitahara,
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”Chemistry Innovation” of methyl-modifications in | Suzuki and Tsutomu
Escherichia coli 23S rRNA | Suzuki
Exploration of novel Takeshi Chujo, Takayuki
Univ of Todai/Yonsei Univ | human ribonucleoproteins | Ohira, Hiroki Ueda,
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”Chemistry Innovation” and RNA mass finger Sakaguchi and Tsutomu
printing Suzuki
Characterization of the
Univ of Todai/Yonsei Univ | RNA methyltransferase Sanghyun Yi, Akiko
2009/1/19 GCOE Joint Symposium responsible for Noma and Tsutomu

”Chemistry Innovation”

3-methylcytidine at
position 32 in tRNAs from
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iPS Cells, Perspective and
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13th annual meeting of the
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Interaction between
RNA-binding proteins with
MENEg/B non—coding RNA
establishes the integrity of
the nuclear body,

paraspeckle

Sasaki,YTF, Sano,M,
Ideue, T, Hirose, T
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13th annual meeting of the
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Expression and
intracellular localization
of complicatedly spliced
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non—coding RNA, Thy—ncl

Aoki,K, Sano,M,
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Identification of a
non—coding RNA as a
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