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—AR—ZEFNTHEALTELSETRATYINETL OALEFELL, L FHBEDI XRIZKY., EELE M
LR T —AR—RYAAERIZA—F DN B RO E Lo . T 2.14-3 [Z. N A~DEFE
E#byT 20 279, A EDT—2EECT. 20095 4 B1 AN 20105F 1 A 31 BETND104AT
H5. LEaD2D, THHOBIEMEEFHET —FN—X H-InvDB | T XE R FEHET —H4N—RTAPT
IGRIDHALD, BEIZZLDTIEREFEL 2T =, ChbE ET—ER—RIZHTH1—F—DRED
F.EDI—H—3HBLTHEWILETRELTWS, F-. BADY AL TNITHR>THEETLHLOEHL
THERBLTWEDT, ZSAFETETCNDEEZLND, MIZURRSNTWDELDBEEMY (L EHDB L.
EEDORK 2142 [TRLETREYDOR—DE 12—y T 201 E5FRLTWNS, ChIZEEEAH 21— —H
YAREHNTEBEZONDDT, ZURIERTH S,
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#2142 BEPOR—E2L—HvT 20

R GRS~ —) k= A= 4 —
1 |PubhedScan MEA— a—2 450
2 |CentroidFald ARt E TR 323
3 | Sk e EE Rl {5 251
4 Io—HEEH AT A IDER {8 185
5 |UoOBEIEIE - ATL (IDDl)ed 176
& |WalF PSORT FHREAE BTE R 135
7 |ARCHAIC HHHEA . L DNADELE & DBIE TR 111
BIEFEENYT -5 —2 g ,
B pas 2T i (aoLny BT P Mo
8 |G-compass FRET . 76
10 {rryPresto i zale—iegETEL 70
11 |BEvala oEl 64
12 |PPIL view a0 ERFEEER 64
13 |HEAT BioF ot OiistBE 63
14 |ALN BLEI 7 S ok 60
15 [HGPD b B S8 57
16 |LESENDA Mk BiET FER LS 55
17 |SMP—system DhaERd 46
18 |KaPPA-View TEYm i EH 44
19 [H-ImDB E BT . i 5E 42
20 |SEVENS THENEE R )RS OB DGPCRIBEF H

# 2.1.4-3 SEHAMADOFEE N T 20

=4 S+ a0
1 |ekBEfEeET —2v—2 (H-IwDB) 443
¢ |HEEEST - =270z (DBCLS) 195
3 rivFresto 10
4 |ARCHAIC B
5 |Zok @R EE 79
3] Evola 74
7 |CertroidFold 71
8 |WoLF PSORT 71
5 [ALMN 70
10 |ASTRA a7
11 |GrompEss o4
12 |LESEMDA 45
13 |[[D—$FEFiR 2T L4 a0
14 |ARMLIPDE 39
15  |HGPD 37
16 |CellMontage 36
17 |PPI wienw 35
18 |V O8EEE AT L 35
19 [T -~ -2 2T 4 32
20 IBITFEENT -8 -2 27 L (HGoLD) 30
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2.1.5 REO:EM(PubMedScan: FIEY—ILDEHR)

HIRBEE X R B EN 5 Y —IL PubMedScan [, NCBI PubMed D XXM D . BBRD HBME VIR THIRIC
PubMed [Z& RSN - XEEEHAMIC(ER) A—ILTHHLETEHY—ILTH S, 2009 & 3 HIZ Web itz
FLTARL. £7- PMID #iHY— L DBF - BE Az RFFICHAIRLI=(E 2.1.5-1), T/ 21 FEIL, XEKRT
BT, XREF—T—FPRI7ETRNDLSICHEEZEMLIZ (K 2.15-2 DOFH) . D, LTDE
HEITo1=,

o IERIFMOMEMNBED-HDHE
v DRRXEEA—ILOGRIZEE
v PubMedScan+PMID-Extractor D3+ 7 F v E{& % BN
v PMID-Extractor D F|FA~NEE
o AT LHIBDEM
vV ZERGANICHIE(EAZELANTEE)
v LIR—MRXEOFIPRZ LK (100 4—1,000 #4)

PubMedScan [(EEBEEHETISATHY . A—F—DBEALAEL (214 15(6)) THEEL—H—DZ
—XEFELGND BREEDHTLELY,
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) b NedScan
PubMed~!)>%

ommended articles

Preferred articles Rec larti

BRI, EBE,
N

Rezister to pref =——link to Publed—— v

Curtent user testk
My account

icles Addition of articles Topic nanagein

15 B

&) 1/50 LU ER
T OO

-
O] Tovicnames | prs | Registereas | Titie o] pastauthors | Epubpaels | Joumal LT oo,
1 (Source)
O \ Lo .-./ Advances in the identification and Beck s 20090528 Genome Med 2
\/ analysis of allele-specific expression
| 10411 20080808 |CESE 8RS e hurman genrme 20080602 |Genome Bial 1
TO PIC PMID P bM d%fi E nann K 20090602 |hlol Bial Eval 3
E )
U U u e = R 0aoenz | 26"t 1
- - " - - a Epidemiol
interactions
Structure-function insights into Curr Opin
[ XX 19493673| 2008-06-06 |prokaryotic and eukaryatic translation Klaholz BP 20080801 Struct gml 1
initiation
The Glabal Kernel k-Means Algorithrm far |EEE Trans
[ 19493848 2009-06-06 BT ) et e Likas AC 20080528 el e 2
Genome-wide identification of long "
[C[asa 19494298 2008-06-06 noncoding RMAS in C08+ T cells Mattick 15 . Imraunal i
| 19496291| 2008-06-06 |Evalution In the post-genarme era Hughes AL pelsaed o 1
Seeing the Forest farthe Trees: Using
| LR 19497934| 2009-06-06 |the Gene Ontology to re-structure helkman A% 20090803 Bininformatics 3
Hierarchical clustering
Cleea 10407936| 2000.05-05 |ABACAS: Algorithm Based Aulomalic | g o 20000603 |Fjoinformatics] 2

B 2.1.5-1 HEBINI=XE D) ANEE

@ PubMedScan

Recommended articles

B

Top Preferred articles

3581 articles are recommended

Current user: testk
My account

ded articles Addition of articles Topic management

Search recommended articles (Click here to hide the text boxes

)

Topic PMID Registered: yyyy/mm/dd 10 present - P |
AND @ OR | Search |
Title Author EPubDate yywy/mm/dd 10 present Journal —
[Register checked articles to " preferred” | ——link to PubMed—- - OXO 1/358 w®Wio -
First/ Last Journal
_ || Topicname#® | PMID® | Registered® Title s autt ¢ | EPubDated (Soum). Score ¢
ncRNA 20144771 2010-02-11 Short RNAs: How Big Is This lceberg? Rigoutsos | Curr Biol
AAA 20144208| 2010-02-11  [An effective approach for identfication of in |Wang C / Zhang 20100209 |BMC 9
vivo protein-DNA binding sites from D Bioinformatics
paired-end ChiP-Seq data
AAA 20144771 2010-02-11 Short RNAs: How Big Is This Iceberg? Rigoutsos | Curr Biol 5
AAA 20144944 | 2010-02-11  [Inference of RhoGAP/GTPase regulation  |Nir O / Berger B 20100209 |Genome Res 2
using single-cell morphological data from a
combinatorial RNAI screen
AAA 20143952| 2010-02-11 |integration of ‘omics' data: does it leadto  |Kint G/ De Future 2
new insights into host-microbe Keersmaecker Microbiol
interactions? SC
AAR anssssgo ninnn e o Ceae tie (U ansnnana  (oue 2

215-2 B TEDEEE (i) H4
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2.2 REEELREREISELEINETIR—XEZEOHE
2.2.1 9xJY—ERDOB%

ErEBEIEFDT/T—aviEE T —2N—X(H-Invitational DB, H-InvDB)Z&HEEL T, A/ HOE
FERIEREDREEELEEREINSELINDIT —IN—REEMET H-OICHAERAREETo1. B
KBOIZIE. Web H—ER (DT H—ER)EMEof=T—IR—RBED L AHERBHET 510, EEDOEEL
7% H-InvDB M Web H—EXDH B - #EEEILRZITOIL LT, BESIEIRE 2 O T —HIN—X (FES
UINIBEBELUVEREE) [IXLT Web H—E RZ#RICEHARKLABLT-,

(1) $ERIINNDBT—HIR—ZX GlycoProtDatabase (GPDB)IZ& (15 Web H—E XD EIF

GPDB M5l ERH-BEEIFMR I —BLIURRABILRFZEFEHMRERFDKXZRETEH
RRNFARIOTNT5T74—(LC) LEENHTE (MS) ZEHELT- LC/MS ZF AR LLI-TOTH — LEHFTHE
ickYHBICREL. IV N\ VBICETIEETEF—JOHEEEMULELGE DFRMN RS TY
%, CDFEAVINIEDIEHRIEZ 130 E DFIER1Z1EEF (Post Translational Modification, PTM) % IE HE [ FEfiE
TAHEHICHEATHY. H-InvDB TSN TLDEERAS 2B HIIBARBELE DIFHREELETHT
EDEFEND, ZZT. GPDB DAV /N\VEDRREIGT 518D Web H—EXZRAFL. GPDB DA B
H—/\—[Z Web H—E RN AV A—ILEFT21=,

BARMIZIE. TRIEBEORAKEETo1=.
® XML I7AILERE
& T—ARE.T—FRMEITI Web Y—ERTOT S LDEAFE(SOAP KU REST)

(T7—%1ER)

1D GPDBID ® signal peptide
@ organ @ taxonomy_id
@ RefSeqID domain

@ glycosylation site location (@ protein name
® organism length

® KR¥XaAV HUTILY—RDREH

BAREBLUVEEDRFT LAV, BELY Perl, Python, Ruby, Java DH 2T ILY—REFIRELF- (E
221-1), 75§, GPDB Web H—E RDEREHL. Tk 20 EEMHKE Web H—E X T=71x A N20081022 kip)IZ
EPL TIT o1z, B Web H—E R I=ZTTAMIDWNTIE, FBBDI 24287 WebH—E XD EILITHL
<ERET 5o

BAFEL 1= Web —E RILTFEE URL A5 2010 £ 1 A 29 BIZABALT=,
® GPDB Web H—E X

http://riodb.ibase.aist.go jp/rcmg/ws/gpdb/

(2) VarySysDB M Web H—E XD EH

VarySysDB (&, 7'/ L AT AT IMI &> THF. AFEN Tz H-InvDB DY T35/ T —4X—RT,
H-Inv BsEEYICBELERMR (Ton AR TERG ITONZEF SR BRO T —IXN—RXTH D, BEHEEHOPR T
SARAY A LD —1EE L F!(Single Nucleotide Polymorphism, SNP). & A R %k % E(insertion, deletion). <3
—kA2> 7 L) E —R(Short Tandem Repeat, STR), B —7 =/ % 2(Simple Amino acid Repeat, SAR), I —
#1%Z B(Copy Number Variation, CNV). E A E#i(Linkage Disequilibrium, LD)IZDW\T. #MZF# H-InvDB
DEEEYEREER AV ICEED T, BHHREHFELTLAMAL TS,
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http://riodb.ibase.aist.go.jp/rcmg/ws/gpdb/

GPDB Web Service APl < _a 7

1 GPDB Web Serviced |3 ¢

O LA — A FREL T eDh 7

o THIET &0
APIFZaF Il
searchGpdbld
searchTaxd
searchQrganism
searchGlycoprotein
searchDbXref
getXmlEntry
getTextEntry
getDraftEntry
getFastaEntry
getGlycoprotein
getDbXref
getGlycosylationSite

getSequence

RSN (el (% ]

getldlist

HET

5 MIPRFDE RO FDIES
52 =TT S— DN

5.3 SOAP Fault

1. GPDB Web Servicet-(d 7

GPDEB Web Service T3, GPDBD T — 5B T2 0T L15 ¢ GAPPHAREL T ET .

APFERIRT S & c LRSS R CGPDBD T — 2| cF J A TEAD T, #laf- THGPOB Web
Service®F|FHL -7 U —2 g OEFEDOTHE AW E T,

4. API=a 7).

searchGpdbld

REST Operation /searchiquery+gpdb_id[offset [limit]][/type]
SOAP Operation searchGpdhbld

Description GPDB_ID¥ T —E CHSL T T H—E5RT
SOAP
Operation searchGpdhld
WSDL hitp:/iriodb.ibase aist go_ jp/remgiws/gpdb/services/GPDB wsdl
WSDL Input gpdb_id (xs:string). type (xs:siring). offset (xstint). limit (xsint)

Input Description

gpdb_id: #&5RL7-\ gpdb_id
type: list or count

offset: A7t {#

limit: AR5 {4

WSDL Qutput return (¥s:string)
Output Description T+ UDFEREE—E LD

searchGpdbld java
searchGpdbld cgi

SEID E2EE searchGpdbld php
searchGpdbld rb

REST
Operation search
URI Convention isearch/query+gpdb_id[offset [imif]][/type]
Input query. type, offset. limit

Input Description

query &Lzl GPDB_ID
type: list or count
offset: F7tovk &

limit: BRiS g
Output “ml
Output Description I/I~ 'JO)#?EI‘%?E— L ML)

it} 15L.00.jp/r fws/gpdbisearch/GLP-00005e+gpdi_id/
h ist.go jp/n /apdbisearch/GLP-00005e+gpdb_id/list
h ist.go jpir /gpdb/search/GLP-00005e+gpde_id/count

Sample URI h ist.go jpir /gpdbisearch/GLP-00005e+gpdb_id/1
ht ist.go jp/n /gpdi/search/GLP-00005e+gpdo_id/
hitp: ist.go jpir /gpdbisearch/GLP-00005e+gpdb_id/
hitp/iriodb ibase aist.go jpir fwsigpdbisearch/GLP-00005e+gpdb_id/

B 2.2.1-1 BV INIBET—HAN—R(GPDB)Web Y —E RAFF1 AUk
http://riodb.ibase.aist.go.jp/rcmg/ws/gpdb/manual/html/GPDB_Manual_jp.htm
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AR TIE, EFZRIERICET HERDSE. 2R T7/T7—aV1FH(SNP, STR, SAR). 7/ L LD ZH
MEIRR. B TFREEFERZFICETEIT IZERRBIVIIETED Web —ERZRAFK LT,
BAMICIK, FTiEEEORHEEIT -,
® XML I77AJLE%E
0 T—AREK.T—HEHEITI Web H—ERTOYSLDEFK(SOAP KLU REST A=)
(REMFRT—HIER)

1 HITID ® InterProlD

@ definition @ chromosome number
@ HIXID OMIM ID

@ dbSNP ID ® chromosome band
® accession number OMIM name

(Rt7—421EE)
O BEF/T—1avlER
»  Polymorphism classification
—allele (G/T &)
—feature (SNP, DIP, validation status)
—region (promoter, 5° ~UTR, CDS, 3’ -UTR, splice site)
—type (Nonsynonymous, Synonymous, Nonsense, Unclassified)
» Polymorphism effect on annotation
—gain/loss of functional domain (InterPro)
—gain/loss of protein 3D structure (SCOP)
—OMIM allelic variant
> STR repeat
—microsatellite (repeat unit, count)
-single amino acid repeat (repeat unit, count)
» CNV variation
—division (A, B, C, D, E, F)
—class (CNV, Inversion)
Q@ F/LEDZRGERR
»  Chr. Number, strand, location (start, end)
> Chr. Band (start, end)
Q@ BEIrTFHEERFER
> Representative transcript (yes, no)
»  Definition
>  Similarity category
® RFXaiAvh HUTILY—RADRH
BAEHLIVEZBEORT AL, KUY Perl, Python, Ruby, Java DY T ILY—RERHELT- (K
2.2.1-2) . 73§ VarySysDBWeb H—E RME&ET 1. T AL 20 FEH A Web H—E R Y=T71X120081022 hix)
[CEEPLL TIToT=, & Web H—E R Y=TxRMIDWVTIE, RBDT 242 & Web —EXD#HEILIT
FHLCHRET Do FFELT= Web H—E RIXTFEC URL M5 2009 £ 11 A 13 BITAFLT=.
® VarySysDBWeb H—E X
http://www.h—=invitational jp/hinv/hws/varysysdb/
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[s RS B SV 6 R

/Va rysys Web Sel‘\’lce H-InvDB Web Serv

[ Top [ English

Ak
VarySysDB Web service T3, VarySysDBEDT — 55| T 22 TE LI o TTAPPEREL TLET .
HIET-ThVarySysDB Web service® L -7 U5 —2 g ORAFEDIRE iV ET .
VarySysDB Web service T3, REST-API / SOAP-APPELREL T ET.

RESTH —LZ X

REST APPEERT 2|01, HTTPO® 2y 3 %R TEARENWEI iV,

Fio, FE R Perltlava L30T OS5 S ERDWETY .,

FH AT HEATRICL.

hitp-//h-invitational jp/hinv/hws/varysysdb/search/hogehoge+definition/

M43 T [http/fh-invitational jp/hinvihwsivarysysdb/] |TE1 T T AUl B, S-S ELET,

SOAPY —Z X

SOAP APFEER T 2IZ13. EF0052 - U SO SOAPHIES 1 FS e ERGES .
WSDLIZEIZ

http://h-invitational jp/hinvihws varysysdb/APIE 2wsdl

TERATES.

genetic polymorphism

A O Fg,
RESTH —2
SOAPH —H 2
REST AP
SOAP API—E

FLONTO85 4

Polymorphism> —4HRig

No.

B"E URL

Ly ; 1 Jih-invitational jp/hinv/hws varysysdb/search/806953+omim_id/
ﬁ?)ﬁﬁiuﬁ{g&%ﬁﬁﬁéﬁﬁ (h-invitational jp/hinvihwsivarysysdb/search/FAM39B+definition/
HME?% - -invitational. jp/hinv/hwsivarysysdb/search/HIT000022181 +hit/

- http //h-invitational jp/hinviwsivarysysdb/search/HX000000 1 +hix/
fasRF —RUaSRsT ) —%E

P | http:/h-

?’é%%lgbeS_NUI\WBERiﬂy invitational.jp/hinvihws/varysysdb/search/HIX0000001. HIX0000002 HEX0000003+hix/
UBEFREISET B6ERE | O ,
{£¢1-1000000) http-//h-invitational jp/hinvihwsivarysysdb/search/G:1-1000000+map/

T —FHEREE, ST

TIEET2(0EBMS100{)  |hitph-invitational jp/hinv/hwsivarysysdb/search/61-1000000+map/d 100/
BiEI 208 LET

TR TS hitp-/h-invitational jo/hinv/hws/ivarysysdb/search/BC0523657+accession/count/
RS_NUMBEREISEL T —F | PR S, |

FETS T2 http-/‘h-invitational. jp/hinv/hws/varysysdblentry/rs 1578391/

RS NUMBERZEIEEL T=ob [ . e )

P BN http://h-invitational jp/hinv/hws/ivarysysdb/entry/rs1578391+map/

RS_NUMBERZfgEL T

Genomic Polymarphism7 —# |http-/h-invitational jp/hinv/hwsivarysysdb/entry/rs 157 §391+genomic_palymarphism/

ST S

RS_NUMBEREfEELT

Polymorphism FeatureT —5% |http://h-invitational jp/hinv/hwsivarvsysdblentry/rs1578391+polymorphism_feature/

)

RS_NUMBERZIgEL T

Polymorphism Effect>—%% | hitp/h-invitational jp/hinv/hwsivarysysdblentry/rs1578391+polymorphism_effect/

EIEC )

RS_NUMBEREfEELT

Transcript PolymorphisT—=%  |http:#/h-invitational jp/hinv/hwsfvarysysdblentry/rs 1578391 +ranscript_polymaorphism/
HOAS =

H221-2 EFZBBTF—AR—Z(VarySysDB)Web Y4—E ARF 40+
http://www.h—invitational jo/hinv/hws/varysysdb/doc/index_ja.html

32



2.2.2 7Y —EXOHE

T—HARN—REHEDEBE LD H-InvDB D Web H—E R[ZDUVT, /L 20 FEICXERIZE L HFTHE
B LTI T ZEE N DB [Z#iB7E Web H—E RBRHT A NS4 1(H20 lRv =TT RF) [CHEHL F-HEREPRIRZ 1T
o1

BRMIIZIF. H-InvDB D Web H—E RN B AFL TS ENENHI 305D API(REST LU SOAP A=)
[ZDULVT. F/K 20 FEHE Web —ER T=T1RN20081022 hR)IZEHL AV HA—TT—ADBREFT>
1= . SOAP [& Simple Object Access Protocol MEET Web H—ERXZ X Z A EMBIME . REST (X
Representational State Transfer DS THTTP Z > CRIEZITOIFETHD. A Web H—ERX ¥=T7xR
MZDWTIE, &IBDI 242 5 Web H—EXD#HEILITHLLIRET 5.
FAELT= Web H—E XIETEE URL 5 2010 4 3 A AT ETH S,
® H-InvDB Web H—E X

http://h=invitational jp/hinv/hws/

2.2.83 TAREOHM

TRk 20 FERBEEEMET —IN—RTODILMCIK . ENEEBEBEFOT/T—avfieaT—3 R —
A H-InvDB ZEBLLTT—EBED I AT LEBEL. T EEEDT-. EARMIZIE. H-InvDB DEK
BIEFIEREMEGTEER (GGDB) L#AEME RNA (fRNAMD) DFEBE SN =T —4% Web H—ERZEHLHUVTHE
BlLz. CORIITERETHILTML -T2 ARTHICLEZEERASEL. T—2DMEIZHT=-T
(& H-InvDB DEMEEFIEHRERET LT,

—H BIRURTSALUTET ) LS BIFErDEEEYOIV NV EDEELBEEICKEREEE5Z
BIENHMBNTLSA, CNODIERITEERFICEZ TS, FD=O. EF D FIEROEET—2D &
BZERDOIZIE. H-InvDB & GGDB & fRNAdb DIEREME T DIFITBIRMRTSAL T LT/ LERD
HEFTHICEEL, RFOERTAV-REFMET SNV ETH 1=, TITER 21 FEL. #HE
ESNFzT =2 ELWMERICESTVENEIMETET R T/ LEREBRIRMRATSAL VT DB SR
NOEM FHET —2D KRBT mEIT o=

(1) VarySysDB DR T—2~DEFH

TILERZDONTDEEETTMT 5102 ¥/ LAHETOD Mk > THEESNZEN /LS R C
B9 5T —42~N—X VarySysDB %#F|FHL. ZZIZ&fxRSNi=ErT /L LD —EH L E (Single Nucleotide
Polymorphism, SNP). A &R %k % & (insertion, deletion). &3—krA2> T LV —F(Short Tandem Repeat,
STR). BE—7=3 /B2 % &(Simple Amino acid Repeat, SAR), O —% % %!(Copy Number Variation, CNV)DF
HERFITEHL T H-InvDB & fRNADb DS T—2D GBI IZFIALT=,

BEAMIZIE. 2010 F 2 A2 —XEN 7tz H-InvDB J!)—X 7.0 DHEELIITL T, EMNEEF O ZRIER
ZfEMTL. VarySysDB DT —AEHE1T ol T2 MBICHAR SN -BREBHERINT/T—23
*Y—JL SuperTACT ZFIFIL T PC V5 R2—ICkYEHELT=,

BHTL7T= VarySysDB [ TFE2 URL A5 2010 &£ 3 AARAFETH S,
® VarySysDB

http://h-invitational jo/varygene/home.htm

(2) H-DBAS DRI T—EA~DEFH

BIRBRTSAL VT DEEETMT B=OIC. 5/ LAERKEE TS O TEESAIZELDEIRY
RTZA0T DT —HER—X H-DBAS DIEHZEHZHT T —RI"E#HL T, H-InvDB & GGDB D#&ET—2D
mEFMEICFIAL,
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http://ja.wikipedia.org/wiki/Simple_Object_Access_Protocol
http://h-invitational.jp/hinv/hws/
http://h-invitational.jp/varygene/home.htm

E{RMIZIL, 2010 £ 2 BITY)—XENT= H-InvDB J)—R 7.0 DIEELBITL T, EMEEFDERMR
T4V EREREITL.H-DBAS DT —2B#EITof=. T 2L IMBICHAR SN -EEE B EHE
5|7 /7—32Y—)L SuperTACT #FIFALT. PC 95 RA—IZKYEMELT=,

E#HL7- H-DBAS [ZF5C URL 15 2010 4 3 A AT ETH S,
® H-DBAS:http://www.h—invitational jo/h—dbas/simple_search_jp.jsp

(3) H-InvDB & GGDB D#fi&AT—4 & & 51

FRE 20 £ EIZH VT H-InvDB & GGDB DT — AR IS RIEBEITLY, T—EIN—REHEZE 1T o1=, H-InvDB
& GGDB DT —4A% iR AERIE. H-InvDB M HIT ID & GGDB M Gene symbol Z HUGO gene symbol & %—
[EESE-FEE . GGDB 190 B{EF & 188 & {ZFHY HUGO gene symbol ##MH T H-InvDB 1,465 &5 FFEE
(HIX) [Z®IEL . 5BY 2 ERFICDOWTERA B TH >z, S0 H-InvDB & GGDB D#i& T —2 R & HEZE1TS
=& EELI-T 2RI RDRIAEIT o1z,

BAEMICIEK. HIGLEE2EEFICOVTEEABTORERETV., FRABDEEFICTOVWTELLNT
—EMEE Tz, £ . IELI=E 1,465 BIEFE(HIX)IZDWT, FiEDIEE CTEREARTDIERZITL.
ELWT—REENITHONIZZEERRIELT-,

CEERIIERIER)

D BIZFOHEEER description DE A
Q EERFRBEBEHROESH
Q HNET—AR—RAEDESHE

RIZVRRED 2 BEFITOVT, ELWT—2EHBETILI FROLSIHBT IR ERDIEEEITo
T=o

(T—REERTE)

D  SfTFOWEZEILIT. previous gene symbol, aliases gene symbol ZED [F#i% oIt i {TIFE{EE,

@ RTSAVUT-N)TFUNZK>TELGLIHEEBEERTHHZENHIBAL TLYS Glucosaminyl

(N-acetyl) transferase 2,3 ZIZDWTCFEITHIGTITEIEE, FEHEEDHZER 2.2.3-1 TR,

f5) Glucosaminyl (N-acetyl) transferase 2,3

HIX0005572 Crenleal dinles: 14-FEB-2004 1 axt wnxifiesk 16-FEB-2010
Glucasaminyl (N-acetyl) traneferase 2, I-branching enzyme isaform A.
| Summery 'ep:nl Select format _:
e L
cranesone = - i
: v e e - I v
l_[. | P _— |I
I8 n
| A 1
15 |
[ | ] Il
= 1
I 1
L
| | 1
I
I
L
!
=
I
1
IGRT3
—
Cleene  codared Evond Arcors Moter vire Hretseq Mersembl) Mpredicoed Enen ron-colo red: (nmon
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Guideline for Web Services (Manifesto ver.2.0)

This document is a guideline to design web services toward integration.

e REST

o For a database service, REST services to call entries and search by a keyword should be
provided.

o To unify query formats, the query languages should conform to Common Query Language.

o A method to get the number of hits for a keyword should be provided.

o A method to get the list of hit entries for a keyword should be provided.

o A method to get the entry from an ID should be provided.

= [f the entry does not exist, the method should return code 404 and an empty entry.

o Path parameters (/foo/bar/baz) should be used for a REST URL and query parameters

(param1=value1&param2=value2) should not be used.

= |ower—case letters should be used for path parameters in principle.
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» [fa URL ends “/”, a list of possible strings after the URL should be returned in
principle.
o When a method returns a list, each line should correspond to an entry and each line should
be divided by tab into fields.
» As REST web services can be called from AJAX, an alternative could be JSON.
o HTTP codes should be used for error signaling. It is allowed to also send in the answer some

text.

e SOAP
o A manual for each method should be provided.
= The manual should include examples of parameters such that the method works well
by them.
o Each method should be verified to use Java (for instance, JAX-WS or JAXB), Perl
( SOAP:.Lite), Ruby and Python ( SOAP.py, ZSI, TGWebServices or soaplib).

= Providing sample codes for the common SOAP toolkits in such languages is

recommended.
= Providing test case projects for free testing packages like soapUI
o For asynchronous services, a job ID should be provided.
o When any unrecoverable error occurs during processing at a server, a method should return
“SOAP Fault”.

e The following data types should be used:
o INSDC INSDSeq for sequences,
o MIAME for expression data,
o GLYDE-II for glycans,

o Tab format for key—value.

e REST or SOAP
o For retieval methods (to get an entry or search entries by keywords), REST is recommended.

For methods of analysis service, SOAP is recommended.

TogoWS Guidelines
REST

TogoWS stated the rulers to design the services to call and search entries as below:

e http://togows.dbcls jp/site/services.html
e http://togows.dbcls jp/site/rest.html

How to call the entries

http://togows.dbcls jp/entry/database/entry_id[,entry_id2,..]/field[ format]

If the name space of the databases are in URL:
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e http://frnadb.example.org/entry/id instead of http://frnadb.example.org/entry/frnadb/id

How to add the name spaces for the institution, release_numer of the database:

e http://togows.dbcls.jp/entry/birc—hinv=5.0/HIT0012345

NOTE: The default fotmat for the entries is “.txt”, and can be in the specified format by adding the suffix,

such as “.xml”.

Calling a part of the entry: The method to call the part of the entries by field names is the extension of
TogoWS using BioRuby/BioPerl?

How to search the entries

http://togows.dbcls,jp/search/database/query+string[.format][/offset,limit[.format]]

http://togows.dbcls jp/search/database/query+string/count

The format of “query string” to be based on “Common Query Language” Common Query Language

The conversion of data format and ID

http://togows.dbcls jp/convert/data_source.format

Metadata

e The list of the databases

http://togows.dbcls jp/entry/

http://togows.dbcls jp/search/

e The list of the fields

http://togows.dbcls jp/entry/DBname/

e The list of the formats

http://togows.dbcls jp/entry/DBname/formats

SOAP

¢ Required test environment
o Perl: Soap:Lite 0.69
o Ruby: SOAP4R 1.5.5 (Ruby 1.8.6 bundle)
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http://togows.dbcls.jp/entry/birc-hinv-5.0/HIT0012345
http://en.wikipedia.org/wiki/Common_Query_Language

o Python: SOAPpy 0.12.0
o Java: Axis 1.4
e SOAP version 1.2, at least
e Calling a method with asynchronous
o The name for the method with asynchronous end with “Async” and return job ID
o Rerurn job ID to “CheckAsyncStatus??” method and give either RUNNING, COMPLETED, or
ERROR
o Method name for the method with asynchronous mst be” Beginlnvoke? methods +Result”

and stae job ID as a parameter

ULt

(2) TR 20 EEME Web H—E X T=TxRAN20081022 hR)IZHEHLL 7= Web H—E R DFAFE
2.2. TRU2. 2. 2THMBERELI=EBY, BRT—HRX—ZX(VarySysDB)., #EZV/I\VET—E~R—Z

(GlycoProtDB) 8 KLU EMEEFHA T —H2R—Z(H-InvDB)D Web H—E RDBAFEZEF K 20 F£E#HA Web 4
—ER ¥ZT1RNM20081022 FR)IZHERL TITot=, BAMIZIE, T—HRERES VT —2EG Web H—ERT
A5 LE&ET FFaAVROY T ILa—FRED RITDONTIZ T RAMIERLT =,
FAFELT= Web ¥ —E XD URL:
® VarySysDB Web H—E X

http://h-invitational jp/hinv/hws/varysysdb/
® GPDB Web H—E X

http://riodb.ibase.aist.go jpo/rcmg/ws/gpdb/
® H-InvDB Web H—E X

http://h=invitational jp/hinv/hws/
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